Podklady pro jmenovaci ¥izeni - Uplna bibliografie David Stan¢k

Upln4 strukturovana bibliografie uchazeée

1. Védecké monografie

2. Kapitoly v monografiich
Zimmann F. & Stanék D. (2019) Advances in Disease Models (edited by P. Bartunek) Human stem
cell derived models for retinitis pigmentosa. 20-29. Optio CZ Publisher, Prague, Czech Republic

Obuca M. & Stanék D. (2019) Advances in Disease Models (edited by P. Bartunek) Prp16/DHX38
helicase and its link to retinitis pigmentosa. 241-247. Optio CZ Publisher, Prague, Czech Republic

Stanék D. (2019) Advances in Disease Models (edited by P. Bartunek) Model organisms for retinitis
pigmentosa. 262-270. Optio CZ Publisher, Prague, Czech Republic

Thakur P.K. & Stanék D. (2019) Advances in Disease Models (edited by P. Bartunek) A review of
computational resources for the model organisms. 271-284. Optio CZ Publisher, Prague, Czech
Republic

Neugebauer, K.N., Geiger, J., Kotovic, K. & Stanék, D. (2004) Visions of the Cell Nucleus (edited
by P. Hemmerich and S. Diekmann) Pre-mRNA processing in the nuclear landscape. ss.106-118.
American Scientific Publishers

3. Piivodni price
* oznacuje prdce, kde je uchazec korespondujicim nebo spolukorespondujicim autorem

3.1. Puvodni experimentalni prace
* Roithova A., Feketova Z., Vaiatova S. & Stanék D. (2020) DIS3L2 and LSm proteins are
involved in the surveillance of Sm ring-deficient snRNAs. Nuc. Acids Res. 48(11):6184-6197
1F>018 = 11.147, pocet citaci - 0

* Roithova A. & Stanék D. (2019) Analysis of spliceosomal snRNA localization in human HelLa cells
using microinjection. J. Vis. Exp. (150), €59797 IF9 = 1.050, pocet citact - 0

* Krchnakova Z., Thakur P.K., Krausova M., Bieberstein N., Haberman N., Miiller-McNicoll M. &
Stanék D. (2019) Splicing of Long Non-Coding RNAs Primarily Depends on Polypyrimidine Tract
and 5’ Splice-Site Sequences Due to Weak Interactions with SR Proteins. Nuc. Acids Res. 47(2):911-
928

1F>018 = 11.147, pocet citaci - 8

KralovicovaJ., Sevc¢ikova 1., Stejskalova E., Obuca M., Hiller M., Stan¢k D. & Vorechovsky 1. (2018)
PUF60-activated exons uncover altered 3’ splice-site selection by germline missense mutations in a
single RRM. Nuc. Acids Res. 46(12):6166-6187.

1F>018 = 11.147, pocet citaci - 4

* Roithova A., KlimeSova K., Panek J., Cindy L.W., Lithrmann R., Stan€k D. & Girard C. (2018) The
Sm-core mediates the retention of partially-assembled spliceosomal snRNPs in Cajal bodies until their
full maturation. Nuc. Acids Res. 46(7):3774-3790

1F>018 = 11.147, pocet citaci - 5

* Malinova A., Cvackova Z., Matéji D., Hotejsi Z, Abéza C., Vandermoere F., Bertrand E., Stan¢k
D. & Verheggen C. (2017) Assembly of the U5 snRNP component PRPF8 is controlled by the
HSP90/R2TP chaperones. J. Cell Biol. 216(6):1579-1596.

1F>017 = 8.784, pocet citaci - 15

* Bieberstein N.I., Kozakova E., Huranova M., Thakur P.K., Krchnakova Z., Krausova M., Carrillo-
Oesterreich F. & Stanék D. (2016) TALE-directed local modulation of H3K9 methylation shapes exon
recognition. Sci. Rep. 6:29961
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1F3016= 4.259, pocet citaci - 7

* Novotny ., Malinové A., Stejskalova E., Matéji D., KlimeSova K., Roithova A., Svéda M., Knejzlik
Z. & Stan€k D. (2015) SART3-dependent accumulation of incomplete spliceosomal snRNPs in Cajal
bodies. Cell Rep. 10:429-440
1F5015=7.870, pocet citaci - 28

Huang Z., Kaltenbrunner S., Simkova E., Stan&k D., Lukes J. & Hashimi H. (2014) The dynamics of
mitochondrial RNA-binding protein complex in Trypanosoma brucei and its petite mutant under
optimized immobilization conditions. Eukaryot. Cell, 13(9):1232-40

1F2014=2.820, pocet citaci - 2

* Stejskalova E. & Stanék D. (2014) Splicing factor U1-70K interacts with the SMN complex and is
essential for nuclear gem integrity. J. Cell Sci. 127:3909-15
1F3014=5.432, pocet citaci - 10

* Duskova E., Hnilicova J. & Stanék D. (2014) CRE promoter sites modulate alternative splicing via
p300-mediated histone acetylation. RNA Biology 11(7):865-874
1F2014=4.974, pocet citaci - 7

* Cvackova Z, Mat&ji D & Stanék D. (2014) Retinitis pigmentosa mutations of SNRNP200 enhance
cryptic splice site recognition. Hum. Mut. 35(3):308-17
1F3014=5.340, pocet citaci - 18

* Hnilicova J, Hozeifi S, Simkova E, Duskové E, Poser I, Humpolickova J, Hof M & Stanék D. (2013)
The C-terminal domain of Brd2 is important for chromatin interaction and regulation of transcription
and alternative splicing. Mol Biol Cell. 24(22):3557-68

1F>013=4.548, pocet citaci - 25

* Novotny I, Podolska K, Blazikova M, Valasek LS, Svoboda P & Stanék D. (2012) Nuclear LSm8
affects number of cytoplasmic processing bodies via controlling cellular distribution of Like-Sm
proteins. Mol Biol Cell. 23:3776-85

1F2012=4.803, pocet citaci — 8

* Hnilicova J., Hozeifi S., Duskova E., Icha J., Tomankova T. & Stanék D. (2011) Histone deacetylase
activity modulates alternative splicing. PloS ONE, 6(2): e16727.
1F3011=4.092, pocet citaci — 86

* Novotny L., Blazikova M., Stanék D., Hefman P. & Malinsky J. (2011) In vivo kinetics of U4/U6°U5
tri-snRNP formation in Cajal Bodies. Mol Biol Cell. 22: 513-523.
1F2011=4.942, pocet citaci — 48

* Huranova M, Ivani I, Benda A, Poser I, Brody Y, Hof M, Shav-Tal Y, Neugebauer KM & Stanék
D (2010) The differential interaction of snRNPs with pre-mRNA reveals splicing kinetics in living
cells. J. Cell Biol. 191:75-86

1F2010=9.921, pocet citaci — 67

Huranova M, Jablonski JA, Benda A, Hof M, Stanék D & Caputi M. (2009) In vivo detection of RNA-
binding protein interactions with cognate RNA sequences by fluorescence resonance energy transfer.
RNA. 15:2063-71

1F2009=5.198, pocet citaci —15

* Huranova M., Hnilicova J., Fleischer B., Cvackova Z. & Stanék D. (2009) A mutation linked to
retinitis pigmentosa in HPRP31 causes protein instability and impairs its interactions with
spliceosomal snRNPs. Hum. Mol. Gen. 18:2014-23

1F2000=7.386, pocet citaci —19
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Cvackovd, Z., Masata, M., Stanék, D., Fidlerova, H. & Raska, 1. (2009) Chromatin position in human
HepG2 cells: Although being non-random, significantly changed in daughter cells. J. Struct. Biol.
165:107-117

1F2000=3.673, pocet citaci —18

* Cvackova, Z., Albring, K.F., Koberna, K., Ligasova, A., Huber, O., Raska, I. & Stanék, D. (2008)
Pontin is localized in nucleolar fibrillar centers. Chromosoma 117:487-97.
1F>008=5.111, pocet citaci — 9

* Stanék, D., Pfidalova, J., Novotny, 1., Huranova, J., Blazikova, M., Wen, X., Sapra, AK., &
Neugebauer, K.M. (2008) Spliceosomal snRNPs repeatedly cycle through Cajal bodies. Mol. Biol.
Cell 19:2534-2543.

1F>008=5.558, pocet citaci —55

Klingauf, M., Stanék, D. & Neugebauer, K.M. (2006) Enhancement of U4/U6 snRNP Association in
Cajal Bodies Predicted by Mathematical Modeling. Mol. Biol. Cell 17:4972-81 IF200s=6.562, pocet
citaci —57

Stanék. D., & Neugebauer, K.M. (2004) Detection of snRNP assembly intermediates in Cajal bodies
by FRET. J. Cell Biol. 166:1015-25
1F3004=11.602, pocCet citaci —75

Dundr. M, Hebert, M.D., Karpova, T.S., Stanék, D., Xu, H., Shpargel, K.B., Meier, T.U., Neugebauer,
K.M., Matera, A.G., & Misteli, T. (2004) In vivo kinetics of Cajal body components. J. Cell Biol.
164:831-842

1F2004=11.602, pocet citaci —140

Stanék, D., Rader, S.D., Klingauf, M., & Neugebauer, K.M. (2003) Targeting of U4/U6 small nuclear
RNP assembly factor SART3/p110 to Cajal Bodies. J. Cell Biol. 160:505-516.
1F5003=12.023, pocet citaci — 77

Stanék, D., Koberna, K., Pliss, A., Malinsky, J., MaSata, M., Vecefova, J., Risuefio, M.C. & Raska, I.
(2001) Non-isotopic mapping of ribosomal RNA synthesis and processing in the nucleolus.
Chromosoma 110:460-470

1F2001=3.286, pocet citaci — 15

Malinsky, J., Koberna, K., Stanék, D., Masata, M., Votruba, L., & Raska, I. (2001) The supply of
exogenous deoxyribonucleotides accelerates the speed of the replication fork in early S-phase. J. Cell
Sci. 114:747-750.

1F5001=6.213, pocet citaci — 29

Stanék, D., Kiss, T. & Raska, 1. (2000). Pre-ribosomal RNA is processed in permeabilised cels at the
site of trascription. Eur. J. Cell Biol. 79:202-20.
1F5000=2.801, pocet citaci — 11

Koberna, K., Stanék, D., Malinsky, J., Ctrnactd, V., Cermanova, S., Novotna, J., Kopsky, V. & Raska
I. (2000). In situ fluorescence visualization of bromouridine incorporated into newly transcribed
nucleolar RNA. Acta Histochem. 102:15-20.

1F>000= 0.943, pocet citaci — 5

Koberna, K., Stanék, D., Malinsky, J., Eltsov, M., Pliss, A., Ctrnacté, V., Cermanova, S. & Raska I.
(1999). Nuclear organization studied with the help of a hypotonic shift: its use permits hydrophilic
molecules to enter into living cells. Chromosoma 108, 325-335.

1F'1999=2.530, pocet citaci — 65
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Koberna, K., Landa, V., Karika, J., Pliss, A., Eltsov, M., Stanék, D. & Raska I. (1998). Non-isotopic
detection of nucleolar transcription in pre-implantation mouse embryos. Reprod. Nutr. Dey. 38:115-
124.

1F'1995=0.6835, pocet citaci — 3

Stanék, D., Vencovsky, J., Kafkova, J. & Raska, 1. (1997). Heterogenous Nuclear RNP C1 and C2
Core Proteins are Targets for an Autoantibody Found in the Serum of a Patient with Systemic Sclerosis
and Psoriatic Arthritis. Arthr. Rheum. 40:2172-2178.

1F2000=7.332 (pro rok 1997 IF neni uveden), pocet citaci — 16

3.2. Souhrné ¢lanky (reviews)
* Krausova M. & Stanék D. (2018) snRNP proteins in health and disease. Sem. Cell Dev. Biol. 79:92-
102
1F>017=5.4608, pocet citaci - 7

Stanék D. & Fox A. (2017) Nuclear bodies: news insights into structure and function. Curr. Op. Cell
Biol. 46:94-101
1F3017,=10.01, pocet citaci — 29

* Stanék D. (2017) Cajal body and snRNPs - friends with benefits. RNA Biology, 14(6):671-679
1F3017 = 5.216, pocet citaci — 8

* Rizickova S. & Stanék D. (2017) Mutations in spliceosomal proteins and retina degeneration. RNA
Biology. 14:544-552
1F5017 = 5.216, pocet citaci — 26

Machyna M., Neugebauer KM. & Stanék D. (2015) Coilin: The first 25 years. RNA Biology, 12:590-
6
1F>015 = 4.076, pocet citaci — 25

* Simkova E. & Stanék D. (2012) Probing nucleic acid interactions and pre-mRNA splicing by FRET
microscopy. Int. J. Mol. Sci. 13:14929-45.
1F>012 = 2.464, pocet citaci — 5

* Hnilicova J. & Stanék D. (2011) Where splicing joins chromatin. Nucleus, 2(3):182-8.
1F2014=3.033 (pro rok 2011 IF neni uveden), pocet citaci — 38

* Stanék. D., & Neugebauer, K.M. (2006) Cajal bodies: a meeting place for snRNP in the nuclear

maze. Chromosoma 115:343-54.
1F2006=4.065, pocet citaci — 100

4. Ucebnice a ucebni texty

5. Ruzné zavaziné prace (napr. recenze v odbornvch éasopisech)

6. PrednasSky typu "invited speaker" )
Stanek D. (2018) Determinants of long non-coding RNA splicing efficiency. Ustav organické chemie
a biochemie AV CR, Praha (zvany seminar)

Stan¢k D. (2018) Polypyrimidine tract determines splicing efficiency of long non-coding RNAs,
Cologne Spring Meeting 2018 “RNA: beyond its genetic code”, Cologne, Némecko

Stanek D. (2017) Polypyrimidine tract determines splicing efficiency of long non-coding RNAs, SFB
Symposium, "RNA Biology", Friedrichsdorf, Némecko

Strana 4 ze 7



Podklady pro jmenovaci ¥izeni - Uplna bibliografie David Stan¢k

Stan¢k D. (2017) Polypyrimidine tract determines splicing efficiency of long non-coding RNAs,
Conference of the International Society for Computational Biology, Praha, CR

Stan¢k D. (2017) snRNP Biogenesis & Quality Control, Instituto de Parasitologia y Biomedicina
"Lopez-Neyra", Granada, Spanélsko (zvany seminar)

Stanek D. (2017) snRNP Biogenesis & Quality Control, Institut de Génétique Moléculaire at
Montpellier, CNRS, Montpellier, Francie (zvany seminar)

Stanék D. (2016) snRNP Biogenesis & Quality Control, MPI-CBG 15th Anniversary Symposium,
Dresden, Némecko

Stanek D. (2016) snRNP Biogenesis & Quality Control, International Centre for Genetic Engineering
and Biotechnology, Trieste, Italie (zvany seminadr)

Staneék D. (2016) Molecular principles of snRNP surveillnace in the Cajal body. Ist International
Conference in Splicing. Lisbon, Portugalsko

Stan¢k D. (2016) Kontrola kvality — jak bunky odhaluji nedodélky, Semindi na katedie Bunécné
biologie, Prirodovédecka fakulta Univerzity Karlovy, Praha, CR

Stan¢k D. (2016) snRNP Biogenesis & quality control, Max Planck Institute for Molecular Cell
Biology and Genetics, Dresden, Némecko (zvany semindr)

Stan¢k D. (2014) Quality control snRNP assembly, University of North Carolina at Chapel Hill,
Chapel Hill, USA (zvany seminar)

Stanek D. (2013) Survellaince of spliceosomal snRNP assembly, Bratislava, Slovensko (zvany
seminadr)

Staneék D. (2010) Spliceosome formation and splicing kinetics in living cells. EURASNET meeting
"Splicing Regulation: from molecules to organisms", Berlin, Némecko

Stan¢k D. (2010) Spliceosome formation and splicing kinetics in living cells. Institut de Génétique
Moléculaire, CNRS, Montpellier, Francie (zvany seminadr)

Stan¢k D. (2009) Spliceosome snRNP assembly and recycling in the cell nucleus. University of
Lausanne, Lausanne, Svycarsko (zvany seminadr)

Stanek D. (2009) snRNP dynamics and spliceosome assembly in the cell nucleus. MPI workshop on
"Optical Techniques in Cell and Developmental Biology", Dresden, Némecko

Staneék D. (2009) snRNP targeting to Cajal bodies. Forschergruppen Meeting (FOR855). Dresden,
Némecko

Stanék D. (2008) Live cell imaging in biomedicine. Vyrocni konference Ceskoslovenské mikroskopické
spolecnosti. Nové Mésto na Morave, CR

Stan¢k D. (2008) Spliceosome assembly and recycling in the cell nucleus. Seminar na Katedre
molekularni biologie a biochemie, Prirodovédecka fakulta JCU, Ceské Bud€jovice, CR

Stanek D. (2007) Vyuziti FRET v bunécné biologii. Mikroskopicky seminar: Fluorescencni cytometrie
bunék. Plzet, CR

Stanek D. (2007) Cajalovo télisko - recyklacni centrum sesttihovyh komplexti. Seminar na Katedre
Buneécné biologie, Prirodovédecka fakulta Univerzity Karlovy, Praha, CR

Stanék D. (2006) Traffic and recycling of spliceosomal snRNPs in the cell nucleus. Trilateral
workshop on "Cell Biology of Intracellular Transport Processes", Warsaw, Polsko

Stanek D. (2005) Recycling of spliceosomal snRNPs in the cell nucleus. Symposium on Science and
Art in Europe, Dresden, Némecko

7. Pirehledy a souborné referaty

8. Patenty a zahranicni objevy
Patent ¢. 295681 ,,Zptisob vpravovani molekul a iontt do Zivych bunek*
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9. Disertacni a habilita¢ni prace

Stanek D. (1999) Dizertacni prace: Nucleolar organization of ribosomal RNA synthesis and
processing. Obor: Biologie a patologie buiiky, 1. LF UK v Praze

Stan¢k D. (2013) Habilita¢ni prace: RNA processing in the nuclear landscape. Obor: Bunécnd a
vyvojova biologie, Piirodovédecka fakulta University Karlovy v Praze

10. Abstrakta ze sjezdii a sympozii

11. Uéast na reSeni grantu

11.1. Hlavni FeSitel

2020-2022  GACR - Molekularni charakterizace retinalnich a cerebelarnich defektt zptisobenych
mutacemi sestiihového faktoru Prpf8, 20-04099S

2019-2022  MSMT — ,Molekularni podstata formovani jaderné struktury*, spole¢ny projekt s prof.
Karlou Neugebauer (Yale University, New Haven, CT, USA), LTAUSA18103

2018-2020  GACR - “ Principy distribuce snRNP &astic do bunéénych struktur,”, 18-10035S

2017-2018  AVCR/DAAD — ,Investigating global changes in pre-mRNA binding, alternative
splicing and the formation of circular transcripts in a retinitis pigmentosa disease model
to understand the onset and cause of photoreceptor degeneration, spolecny projekt
s Dr. Michaelou Miiller-McNicoll (Goethe University, Frankfurt, Némecko), DAAD-
17-10

2015-2017  GACR - “ Kontrola skladani sestiihovych snRNP &astic”, GA15-00790S

2014-2016 MSMT — , Formovani a kontrola kvality snRNP &stic v Drosophila melanogaster”,
spolecny projekt s prof. Gregory Materou (University of North Carolina, Chapel Hill,
North Carolina, USA), LH14033 KONTAKT II

2011-2014 GACR - “ Formovéani sestiihového aparatu v kontextu bun&éného jadra”,
GAP302/11/1910

2010-2013  GACR - “ liv acetylace chromatinu na regulaci alternativniho sestiihu”,
GAP305/10/0424

2008-2012  AVCR - “Cilend exprese a transport bioaktivnich molekul”, spole¢ny projekt 5
vyzkumnych skupin a 1 biotechnologické firmy v rdmci program Nanotechnologie pro
spole¢nost, KAN200520801

2005-2008  GACR - “ Skladani snRNP ¢astic v bun&éném jadie ”, 301/05/0601

2005-2010  Max Planck Society - “Spliceosome assembly and regeneration in the cell nucleus”,
spolecny projekt s MPI-CBG v Drazd’anech

11.2. SpolufeSitel

2015-2019  MSMT - “Biomodely pro zdravi - Centrum modelovych organizmt”, spolecny projekt
7 vyzkumnych skupin v rdmci Narodniho programu udrzitelnosti I, LO1419

2017-2020 MSMT —, Modernization and support of research activities of the national infrastructure
for biological and medical imaging®, spoluucast na védecké casti projektu Czech-
Biolmaging 2017, CZ.02.1.01/0.0/0.0/16_013/0001775

2012-2018  GACR - “Centrum RNA biologie”, spole¢ny projekt 8 vyzkumnych skupin v ramci
Programu Centrum excellence, P305/12/G034

2007-2011  GACR - “ Samoorganizaéni principy bezmembranovych struktur v eukaryotickych
buiikach”, spole¢ny projekt s Ustavem experimentalni mediciny AV CR, 204/07/0133

11.3. Vedouci/garant
2020-2022 GAUK — “Analyza mutant spojenych s Retinitis pigmentosa v butikach sitnice”, €.
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2018-2020

2017-2019

2017-2019
2016-2018
2013-2014
2013-2015
2013-2014
2011-20112
2010-2011

GAUK - “Formovani Cajalovych télisek a gemi a jejich role v maturaci a recyklaci
snRNP castic”, ¢. 1650218

GAUK - “Molekularni podstata interakce proteinu SART3 s nezralymi snRNP
casticemi”, ¢. 1148217

GAUK - “Zaménna mutace v DHX38 zplisobujici retinitis pigmentosa”, ¢. 1270217
GAUK - “Kontrola kvality snRNP v cytoplasme”, ¢. 134516

GAUK - “Pocatecni faze formovani sesttihového aparatu®, ¢. 320713

GAUK - “Role proteinu SMN pfi maturaci snRNP ¢&astic v jadie”, ¢. 460413
GAUK - “Aire, alternativni sestfih v imunitnim systému”, ¢. 652213

GAUK - “Role promotoru pii regulaci RNA sestiihu®, ¢. 274111

GAUK - “Cajalovo télisko jako kontrolni faktor v procesu formovani sesttihovych
snRNP komplexi”, ¢. 153310

12. Ostatni publikace (popularni ¢lanky, recenze, atd.)

Stanék D. (2015) RNA - temna hmota v naSich bunkach, Akademické nakladatelstvi, Edice “Véda
kolem nds” je soubor propagacnich sesith slouzicich k prezentaci védy, jeji historie a aktualnich
vysledkt sttedoskolskym studentim, ucitelim a Sir$i vefejnosti.

Stanék D. (2010) Za v§im hledej RNA. Vesmir 89:322-323
Stanék D. (2009) Piekvapivé spojeni: degenerace oc¢ni sitnice a pre-mRNA sestiih. Academic bulletin

9/2009

Bednar, J., Stanék D., Malinsky, J., Koberna, K. & Raska, 1. (2004) Dnes$ni mikroskopie v
biomediciné. Vesmir 83:581-585

V Praze dne
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Doc. Mgr. David Stan¢k, Ph.D.



